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ÅDevelopment of sequencing technology at DKFZ  

Å IT Infrastructure 

ÅBig Data: Software für organisation and management of 
genomic data 

ÅVisions 

Motivation 



Å DKFZ (German Cancer Research Center) is the largest 
biomedical research institute in Germany 

Å >3000 employees and >1000 scientists in more than  70  
divisions, research groups and clinical cooperation groups 

Å DKFZ is member of the Helmholtz Association of National 
Research Centers (90% funding from German Federal Ministry 
of Education and Research (BMBF), 10% State of Baden-
Württemberg 

Å Jointly with Heidelberg University Hospital, DKFZ has 
established the National Center for Tumor Diseases (NCT) 
Heidelberg where promising approaches from cancer research 
are translated into the clinic. 
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ICGC - big data project 
ICGC Goal: To obtain a 
comprehensive description of 
genomic, transcriptomic and 
epigenomic changes in 50 
different tumor types and/or 
subtypes which are of clinical 
and societal importance across 
the globe.  
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1. PedBrainTumor: Coordinated at DKFZ (Lichter/Eils) 

ï Pilocytic astrocytoma (most common pediatric brain tumor) 

ï Medulloblastoma (most common malignant pediatric brain 
tumor)  

2. Prostate Cancer - Early Onset: Coordinated at DKFZ & University 
Hospital Hamburg (Sültmann / Sauter) 

3. Malignant Lymphoma: Coordinated at Univ. Kiel (Siebert), DKFZ 
responsible for data analysis and data management (Eils) 
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What have we learnt so far? 
PedBrain Tumor Malignant Lymphoma 

Early Onset Prostate Carcinoma 

Central Data Coordination for German 
Epigenome Program DEEP 
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The ICGC and TCGA Pan-Cancer Project 

Variant Calling Pipelines  

Data and Computing Centers 

Bionimbus ETRI 

Genomes (top 3 centers) 

Co-Lead of ICGC Pan-Cancer Working Groups 
 

Å Pathogens in cancer (R. Eils, P. Lichter, DKFZ and Xiaoping Su, MD 
Anderson) 

Å Integration of epigenome and genome (B. Brors, C. Plass, DKFZ, and 
Peter Laird, USC) 


